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Association of Mooren’s ulcer and HLA alleles in Chinese Han population
Wang Qingsong, Yuan Jin, Zhou Shiyou, Chen Jiaqi. State Key Laboratory of Ophthalmology, Zhongshan
Ophthalmic Center ,Sun Yat-sen University ,Guangzhou 510060, China

Abstract Objective Auto-immunology plays an important role in the patuogennesis of Mooren’s ulcer. Recently,
researches showed that human leucocyte antigens( HLA) allele is related to Mooren’ s ulcer. This study was to investigate the
association between Mooren’ s ulcer and HLA alleles in Chinese Han population. = Methods A total of 17 patients with
Mooren’ s ulcer were collected from the same ethnic group ( Han nationality) and different parts of China. And the diagnosis of
Mooren’ s ulcer was determined based on the typical ulcer findings, history, and physical examination of eye and relavant
laboratory tests. HLA typing( HLA-A,B,DR,DQ) was performed by polymerase chain reaction( PCR) using sequence specific
primers( PCR-SSP ). Their HLA typing results were compared with published data from control populations of the same ethnic
group. Results The frequency of HLA-DR17(3) in Mooren’ s ulcer patients was 29. 41% ,and that of control population was
5.58% with a statistically significant difference( RR =7.05,P <0.01). The frequency of HLA-DQ2 in Mooren’ s ulcer patients
was 29.41% ,and that of controls was 12. 34% , showing a considerable difference between them (RR =6.77,P =0.005). The
frequency of HLA-DQ5 in Mooren’ s ulcer patients was 14.71% without significant difference in comparison with controls
(15.33% )(RR = 0.95, P = 0.922). The frequency of HLA-A33 was significantly increasesd in Mooren’ s ulcer patients
(23.53% ) compared with controls(8.95% ) (RR =3.13,P =0.003). A significant difference was also found in frequencies of
HLA-B58 and HLA-DQO0303 between patients(20. 59% ,29.41% ) and controls(6.91% ,5.79% ) (RR =3.49,P =0.002;RR
=2.96,P <0.001), Conclusion Our data support the possible linkage of HLA-DR17(3),HLA-DQ2 gene with Mooren’ s
ulcer. No significant association is found between HLA-DQ5 and Mooren’ s ulcer in Chinese Han nationality. HLA-A33  HLA-B58
and HLA-DQO303 genes might be candidate genes of HLA associated with Mooren’ s ulcer.

Key words Mooren’s ulcer; human leucocyte antigens; Chinese Han nationality

BE BN HITTFENERABEMEAMRE S AKAAREE(HLA) EFEMMERE, FE REAZEES
BILE4RY ARKRENLRERNERLENMSEARRSEE R UTATENBEEMEARRZRERERA
DNA, RAFIIER MY - BEEE XN (PCR-SSP) A # 1T HLA BEE 4R, #R ZE&MMEAREBRSHMEE X
B4 d HLA-DR17(3) ZLH 40 R4y %1% 29. 41% #1 5. 58% (P <0.01,RR =7.05) s HLA-DQ2 % [ 47 4> 51 % 29. 41%
12.34% (P =0.005,RR = 6. 77) ; HLA-DQS5 3£ E 472 4 51 % 14. 719% H1 15.33% (P =0. 922 ,RR =0.95) ; HLA-A33 £ F 57
FEA4Y B K 23.53% F18.95% (P =0.003,RR =3.13) ., HLA-B58 H: FE i %4> 5% 20.59% Fi1 6.91% (P =0.002,RR =
3.49) ; HLA-DQO303 & [H 35 =43 Bl K 29. 41% f15.79% (P <0.01,RR =2.96) , 4t HENKEAR®H HLA-DR17(3)
A HLA-DQ2 5 & ph o f BB % M BUR % YA 06, § HLA-DQS KA. BT F AT & S HLA-A33 (HLA-B58 Fl HLA-
DQO303 5 g vk A B IR 5 BUR AT BB YT C o

X@in BMARESE, AXOEEIUR; PENKAR

SHEE RTI2.21 XN A XZHS 1003-0808(2009)04-0316-03

e 1l R0 0 s — I R M S R R L O
B N E R B AR 2 4 (30700929 ) | T A I 5K & 5 % BT THERAAEASG FHnABEFRMANTARE,TTER
B (2004 - 468) 5% 81 YRS, BFSCFH, E E R0 76 78 bl v 4 BB TR 5 R

e B S10060 - il A IR L ERIRAIE SR e
BIRMEH « BiF 4 (Email: gdeyeb@ mail. sysu. edu. en) BHRESRT/EMN T, BHEMINERILE &R




R AL B 55 2009 £ 4 A5 27 5 4 )

BFE BLHRMERABIT AR RITATHNHAR
WL THRMAE ABIFRAREY . THERAAH
M $i I ( human leucocyte antigens, HLA ) % {i; 2 A
DR17(3) .DQ2 1 DQS W] §E 5 7ix {4 f R 5t 537 W R R
MISE AEAUKRI T 2 il ST ARBT S A 3 4
BTl PR 12 2 ok 1 £ R 8 0% Y P B UK J& & HLA-A-
B-DRB1 1 HLA-DQ %5 {i & I, 4 #7 H 5 7 1l M £ B
15 97 HO AR

1 #ERERE

1.1 — &%k

HATHEMME AR BE 17 #1341,
4B, BEREE 12 6], R EE S5 B, 17 KR
EIEN 8 31 ~65 %, FH¥(44.6 £10.9) %, W
P8 BB A R AR W BRI S B A R R S 3 B s, Rl p
RBEEZEFE R, EEHFENOR L RE B E
MELBERE (EMEERER O I A TN
% DNA $iih%) , FHBR A SR ADEAEBR G N R
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Table 1 Distribution of HLA-A-B-
DRBI1 alleles in Mooren’ s ulcer

4 ) HLA-A-B-DRBI1
M HLA-DQ %5 {7 B (A
F2, 5@EEXNEBAH
A4, HLA-DR17 (3) HLA

patients and controls

Gene frequency of Gene frequency of
MU group( x 10 ~2) control( x 10 ~2)

M HLA-DQ2 g9 & KH w2 20.47 31.53°
o All 32.35 22.68°
MBREFYHGEITFE 17. 65 17.33*
BEXY(P<0.01),H 23.53 8.95°
B7 5.88 1.76°

X B BE (RR) 4+ g5 2.94 4.30°
115 7. 05 6. 77 B39 2.94 2.80%
% M (% BS54 2.94 3.55¢
3). Fint, 53X HEAE b 20.59 6.91b
B60 5.88 10.12°

F L, HLA-A33 HLA- 261 2 04 s g9°
B58 #1 HLA-DQO303 f 875 5.88 5.08°
- . DR1 2.94 1.38°
HEEFRERHAG DR4 5.88 12.782
22 & (P =0.003, DRS 2.94 8.06°
DRY 26.47 18.78°

0.002,0.005, RR = o 2 04 L3
3. 13 \3‘ 49\2‘ 96) (%% DRI2 11.76 14.32%
DR14 5.88 4.8°

4), T A HLA-  pgis 1176 1.76°

DR17(3) 29.42 5.58°

DS 7 i ) 3 fit 3
B, HC 450 4 0 5 40
HIEG, R RS FEX (R 1-3),
3 i

HLA B[R AT 6p21. 3, /2 A I8 #2245 3 1 B B 1L
B RN R GE R R AR S B BN B BRI MA R R EE

*P>0.05,°P <0.05
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#2 HLA-DQENERESMEAREFA(n=17)
FEREXMRE(n=535)N53F
Table 2 Distribution of HLA-DQ alleles in Mooren’ s
ulcer patients and controls

Gene frequency Gene frequency

HLA of MU group( x107%) of control( x10?)
DQ2 29. 41 12.34°
DQ3 44.12 40.75*
DQ0301 11.76 8. 22"
DQ0302 2.94 2.62°
DQO0303 29. 41 5.79"
DQS 14.71 15.33*
DQ6 11.74 18. 69*

*P>0.05,°P <0.05

x3 ENEAERBAEMNERRE HLA-DRI7(3)
HLA-DQ2 71 HLA-DQ5 fyE E i %
Table 3 Gene frequency of HLA-DR17(3) ,HLA-DQ2 and
HLA-DQ5 in Mooren’s ulcer patients and controls

GF of MU group GF of control

HLA a0y 102y " P RR(95% CI)
DR17(3)  29.41 5.58 36.49  0.001 7.05(3.37-14.8)
DQ2 29,41 12,34 8.05 0.005 2.96(1.36-6.47)
DQS 14.71 15.33 0.0 0.922 0.95(0.36 -2.53)

®4 EMBEARHZANBENRE HLA-A33,

HLA-B58 #1 HLA-DQO0303 fi EEH =
Table 4 Gene frequency of HLA-A33  HLA-B58 and
HLA-DQO0303 in Mooren’ s ulcer patients and controls
Gene frequency of Gene {requency

HLA MU group(({ x1072) of control( x 10 ~2) Xz P RR(95% LD
A3 .53 8.95 8.85 0,003 3.13(1.42-6.92)
BSS 20.59 6.91 9.89 0.002 3.49(1.52-8.03)
DQ0303 29.41 5.79 26.67 0.001 6.77(2.98 -15.41)
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