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Association of Mooren’s ulcer and HLA-Cw alleles in Chinese Han population
Wang Qingsong, Yuan Jin, Zhou Shiyou, Chen Jiagi. State Key Laboratory of Ophthalmology, Zhongshan
Ophthalmic Center ,Sun Yat-sen University ,Guangzhou 510060, China

Abstract Objective Our previous study verified the close correlation of human leucocyte antigens ( HLA)-DR17(3),

HLA-DQ2,HLA-A33 ,HLA-B58, HLA-DQ0303 and Mooren’ s ulcer in Chinese Han nationality. However, there still is no the
study on whether HLA-Cw is associated with Mooren’ s ulcer or not. This study was to investigate the association between
Mooren’ s ulcer and HLA-Cw alleles in Chinese Han nationality population. ~Methods A total of 17 patients with Mooren’ s
ulcer from the same ethnic nationality ( Han nationality) in different parts of China. The diagnosis of Mooren’ s ulcer was
determined by the typical ulcer manifestation, detail relevant disease history, ocular examination, and outcome of comprehensive
laboratory tests. HLA-Cw was typed by polymerase chain reaction( PCR) using sequence specific primers (PCR-SSP). The HLA
typing result was compared with published data from control populations of the same ethnic nationality.  Results
frequency of HLA-Cw-01, Cw-02, Cw-03, Cw-04, Cw-07, Cw-08, Cw-12, Cw-14 and Cw-15 in Mooren’ s ulcer patients was
20.59% ,2.94% ,26.47% ,5.88% , 11.76% , 17.65% , 5. 88% ,2.94% and 2.94% , respectively. Compared with control
Conclusion  Our data

The gene

population, there was no statistically significant difference between these two groups population.

suggested that HLA-Cw is probably not associated with Mooren’ s ulcer in Chinese Han population.
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Table 1  Distribution of HLA-Cw alleles in Mooren’s
ulcer patients and controls
MU group Control
HLA-Cw
Alleles Genotype  Gene frequency  Genolype (o0
count (GF) ( x10°%) count
01 7 20. 59 393 15.29*°
02 1 2.94 23 0.89°
03 9 26. 47 612 23.81°
04 2 5.88 167 6.50°
07 4 11.76 449 17.47°
08 6 17. 65 258 10. 04*°
09 H 2.94 0 0
12 2 5.88 158 6.15*%
14 1 2.94 128 4.98°
15 1 2.94 103 4.01°

P >0.05
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Table 2 Comparison of gene frequency of HLA-Cw in
Mooren’ s ulcer patients and controls

GF of MU group GF of control

HLA-Cw (x10 %) (x10-2) ¥ P RR(95% CI)

01 20.59 15.29 0.724 0.395 1.436(0.621 -3.321)
02 2.94 0.89 1.539 0.215  3.356(0.440 -25.585)
03 26.47 23.81 0.130 0.718 1.152(0.535-2.481)
04 5.88 6.50 0.021 0.885 0.899(0.214 -3.785)
07 11.76 17.47 0.760 0.383  0.630(0.221 -1.797)
08 17.65 10. 04 2,132 0.144  1.920(0.788 -4.681)
12 5.88 6.15 0. 004 0.949  0.954(0.227 -4.017)
14 2.94 4.98 0.296 0.586 0.578(0.078 -4.261)
15 2.94 4.01 0. 100 0.752  0.726(0.098 - 5.359)
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